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[bookmark: _GoBack]Cardiovascular diseases (CVD) are the primary cause of global mortality and are disproportionately affecting low and middle income countries (LMICs). The leading risk factor for CVD is hypertension (HTN). While the pathophysiology of HTN is highly heritable, no single genetic determinant is known, and numerous genes appear to mediate this disease. Currently, epigenetic modifications in genes of the renin- angiotensin system (RAS), the hormonal pathway that regulates water and sodium homeostasis, are being identified from a cohort of Kenyans known to have a high prevalence of HTN. Specifically, CpG methylation of AT1 and ACE gene promoters are being analyzed.
